Maruoka R, Takenouchi T, Torii C, Shimizu A, Misu K, Higasa K, Matsuda F, Ohta A, Tanito
K, Kuramochi A, Arima Y, Otsuka F, Yoshida Y, Moriyama K, Niimura M, Saya H and Kosaki K.
The use of next-generation sequencing in molecular diagnosis of neurofibromatosis type 1:
A validation study. Genetic Testing and Molecular Biomarkers. (2014) in press.

Okamoto N, Miya F, Tsunoda T, Kato M, Saitoh S, Yamasaki M,_Shimizu A, Torii C, Kanemura
Y, Kosaki K. Targeted next-generation sequencing in the diagnosis of neurodevelopmental
disorders. Clin Genet. 2014.in press.

Ohmomo H, Hachiya T, Shiwa Y, Furukawa R, Ono K, Ito S, Ishida Y, Satoh M, Hitomi J,
Sobue K, Shimizu A. Reduction of systematic bias in transcriptome data from human
peripheral blood mononuclear cells for transportation and biobanking. PLoS ONE. 2014;
9:e104283

2014; 95-104.

- . MOOK
2014; 137-146

2014:269-276

Ohmomo H, Hachiya T, Shiwa Y, Furukawa R, Ono K, Ito S, Ishida Y, Satoh M, Hitomi J,
Sobue K, Shimizu A.Reduction of systematic bias in transcriptome data from human
peripheral blood mononuclear cells for transportation and biobanking / PLoS ONE
9:e104283(2014)

Tabata H*, Hachiya T*, Nagata K, Sakakibara Y, Nakajima K. Screening for candidate genes
involved in the production of mouse subventricular zone proliferative cells and an
estimation of their changes in evolutionary pressure during primate evolution. / Front
Neuroanat.31;7:24 (2013) *Equally contributed

Namiki T*, Hachiya T*, Tanaka H, Sakakibara Y. MetaVelvet: an extension of Velvet
assembler to de novo metagenome assembly from short sequence reads. / Nucleic Acids Res.
40(20):e155 (2012) *Equally contributed

Hachiya T, Osana Y, Popendorf K, Sakakibara Y. Accurate identification of orthologous
segments among multiple genomes. / Bioinformatics. 25(7):853-860 (2009)




Ohmomo H, Hachiya T, Shiwa Y, Furukawa R, Ono K, Ito S, Ishida Y, Satoh M, Hitomi J,
Sobue K, Shimizu A.Reduction of systematic bias in transcriptome data from human
peripheral blood mononuclear cells for transportation and biobanking / PLoS ONE
9:e104283(2014)

Shiwa Y, Yanase H, Hirose Y, Satomi S, Araya-Kojima T, Watanabe S, Zendo T, Chibazakura
T, Shimizu-Kadota M, Yoshikawa H, Sonomoto K.Complete Genome Sequence of Enterococcus
mundtii QU 25, an Efficient L-(+)-Lactic Acid-Producing Bacterium / DNA Res.
Aug;21(4):369-77 (2014)

Shiwa Y, Matsumoto T, Yoshikawa H.ldentification of laboratory-specific variations of
Bacillus subtilis strains used in Japan. / Biosci Biotechnol Biochem.77:2073-6 (2013)

Shiwa Y, Fukushima-Tanaka S, Kasahara K, Horiuchi T, Yoshikawa H. Whole-Genome Profiling
of a Novel Mutagenesis Technique Using Proofreading-Deficient DNA Polymerase delta./ Int
J Evol Biol. 2012;2012:860797 (2012)

Watanabe S, Shiwa Y, Itaya M, Yoshikawa H. Complete sequence of the first chimera genome
constructed by cloning the whole genome of synechocystis strain PCC6803 into the Bacillus
subtilis 168 genome. / J Bacteriol. Dec;194(24):7007 (2012)

Ohmomo H, Hachiya T, Shiwa Y, Furukawa R, Ono K, Ito S, Ishida Y, Satoh M, Hitomi J,
Sobue K, Shimizu A.

Reduction of systematic bias in transcriptome data from human peripheral blood
mononuclear cells for transportation and biobanking / PLoS ONE 9:e104283(2014)

Masuda T,Sakuma C, Ueno T, Yamada Y, Ohmomo H, Ueda S, Yamagishi T, YaginumaH.
:Spatiotemporal Patterns of the Huntingtin-Interacting Protein 1-Related (Hiplr) Gene in
the Mouse Head / Congenit. Anom. 53:141-148(2013)

Ueda S, Ehara A, Ohmomo H.
:Property of Regenerating Serotonin Fibers in the Hippocampus of Human Migration
Disorders Model / Kansei Engineering International Journal 11:139-45(2012)

Ohmomo H, Ehara A, Yoshida S, Shutoh F, Ueda S, Hisano S.

:Temporally distinct expression of vesicular glutamate transporters 1 and 2 during
embryonic development of the rat olfactory system / Neurosci. Res. 70:376-82(2011)

/ 61:400-401(2010)




Ohmomo H, Hachiya T, Shiwa Y, Furukawa R, Ono K, Ito S, Ishida Y, Satoh M, Hitomi J,
Sobue K, Shimizu A.Reduction of systematic bias in transcriptome data from human
peripheral blood mononuclear cells for transportation and biobanking / PLoS ONE
9:e104283(2014)

Furukawa R, Funabashi H, Matsumoto M, Kaneko H. Starfish ApDOCK protein essentially
functions in larval defense system operated by mesenchyme cells. / Immunol Cell Biol. 90:
955-965 (2012)

Furukawa R, Matsumoto M, Kaneko H. Characterization of a scavenger receptor cysteine-
rich-domain-containing protein of the starfish, Asterina pectinifera: ApSRCR1 acts as an
opsonin in the larval and adult innate immune systems. / Dev Comp Immunol. 36(1): 51-61
(2012)

" . 26(2): 14-18 (2009)

) 100
. 26(1): 9-16 (2009)

42 5 72-79 2011

75 12 43-46 2011

7% 4 53-56 2012

in
77 6 466-270 2013

14 2 32-36 2014




Sanjo, K., Onuma, Y., Koizumi, N., Kikuchi, S., Fukumoto, K., Omama, S., Mifune, T.,
Endo, S. and Sakai, A.: A case of death following drug overdose of tricyclic
antidepressant and selective serotonin reuptake inhibitor: based on the investigation of
plasma drug concentrations, The Journal of the Iwate Medical Association, 64(3):221-
225(2012)

Sanjo, K., Koeda, A., Koizumi, N., Onuma, Y., Saga, Y., Tomizawa, H., Sato, R.,
Kikuchi, S., Fukumoto, K., Takeuchi, K., Natori, T., Fujino, Y., Inoue, Y., Sakai, A.,
Endo, S. and Inoue, Y.: A Case of Drug Overdose-Induced, Severe ECG Abnormalities:
Investigation Through Plasma Drug Concentrations. / Primary Care Companion CNS Disord.
14(3):doi :10.4088/PC.11/01321(2012)

) ) A;ipiprazoie bIoﬁamserin 5
/ 13:2171-2179(2010)
/ 61(2):69-81(2009)
4 / 33(4):1559-1564(2009)

43(5) 691 696(2014)




